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Methods of genome annotation
UCSC Genome Browser, Archaeal Browser

Patricia Chen
RAST, MGRAST

Tools for browsing annotation
UCSC Genome Browser, Archaeal Browser
RAST, MGRAST
Artemis Comparison Tool (ACT)

Artemis, DNAPlotter, WebACT, BamView





Image from RAST website:  http://rast.nmpdr.org/



RAST Annotation

• 5936 features
Cofactors, Vitamins, 
Transposable ElementsCarbohydrates

Amino Acids and 
Derivatives

Protein Metabolism

Image from RAST website:  http://rast.nmpdr.org/



The Artemis Comparison Tool 
(ACT)

• Artemis

• DNA Plotter
• WebACT



Image from http://www.sanger.ac.uk/



http://pseudomonas-syringae.org/artemis_tutorial.htm



http://www.ebi.ac.uk/embl/Documentation/FT_definitions/feature_table.html



http://pseudomonas-syringae.org/artemis_tutorial.htm



http://www.ebi.ac.uk/embl/Documentation/FT_definitions/feature_table.html





Carver et al. 2008



Image from http://www.sanger.ac.uk/



Image from http://www.sanger.ac.uk/

WebACT Genome Comparison Visualization
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